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NEGMARK
The Negative Experimental Library

This library consists of compounds, selected for their confirmed biological inactivity, with each compound having a minimum
of 20 experimentally confirmed inactive results sourced from the PubChem BioAssay database. Such a profile makes these
compounds possess a low probability of being promiscuous interferers or assay-specific artifacts. This consistent inactivity
indicates one of two valuable traits: a higher probability of being broadly biologically inert, or the potential to be exquisitely
specific to a single, yet untested biological target. This library serves dual purposes in discovery: it provides a negative
control set for HTS assay validation and optimization, delivering a baseline of zero activity for calibrating signal windows and
Z'-factors; it also acts as a resource for hunting highly specific chemical probes or leads, offering a starting point of clean,
selective chemistry for novel target campaigns. By integrating this library, researchers can de-risk the very foundation of a
discovery project. It provides a verified benchmark of inactivity to confirm that positive signals from novel test compounds
are genuine biological events, ensuring that resources are invested in pursuing real and promising mechanisms of action.
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The NEGMARK Library consists of compounds with confirmed experimental inactivity, which were selected based on a
criterion of 220 documented inactive results in PubChem as well as structural parameters. It excludes compounds with any
history of reported activity. This library was designed to provide a definitive benchmark for assay validation and to de-risk the
foundation of drug discovery projects. This library has 6643 compounds. All compounds follow ROS5.
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